Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.031; wR factor = 0.083; data-to-parameter ratio = 17.9.
In the title compound, [ZnCl 2 (C 20 H 18 N 4 )] n , the Zn II ion lies on a twofold rotation axis and is four-coordinated in a tetrahedral geometry defined by two Cl anions and two N atoms from two 4,4 0 -bis[(imidazol-1-yl)methyl]biphenyl ligands. The mid-point of the ligand is located on an inversion center, and shows a trans conformation. The ligands link the Zn II ions, forming a chain structure along [101] .
Related literature
For the synthesis of the ligand, see: Zhu et al. (2002) .
Experimental
Crystal data [ZnCl 2 (C 20 In the title compound, the Zn II ion lies on a twofold rotation axis and is four-coordinated in a tetrahedral environment defined by two Cl anions and two N atoms from two ligands (Fig. 1 , Table 1 ). The mid-point of the ligand is located in an inversion center. The ligands showing a trans conformation link the Zn II ions into a chain structure along [1 0 1] (Fig. 2 ).
The 4,4′-(dimethylenebiphenyl)diimidazol ligand was synthesized followed the reference method (Zhu et al., 2002) .
ZnCl 2 (0.140 g, 1 mmol) and ligand (0.32 g, 1 mmol) were dissolved in a mixed solution of 4 ml ethanol and 4 ml water.
After stirring the suspension was sealed in a 18 ml Teflon-lined autoclave and heated at 140°C for 5 days. After slow cooling to room temperature, colorless block crystals were filtered and washed with distilled water (yield: 35% based on Zn).
Refinement
H atoms bound to C atoms were placed in calculated positions and treated as riding atoms, with C-H = 0.93 (aromatic) and 0.97 (methylene) Å and with U iso (H) = 1.2U eq (C).
Computing details
Data collection: RAPID-AUTO (Rigaku, 1998 ); cell refinement: RAPID-AUTO (Rigaku, 1998) ; data reduction:
CrystalClear (Rigaku/MSC, 2002); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008 The asymmetric unit of the title compound, showing displacement ellipsoids at the 50% probability level. [Symmetry Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma( F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å

